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Project: Alignment of PCBP3. ) k28 L fi, B23949.sqd Contig 1

| | | 2|O | 3|O | 4|O | 5|O | | |
CTAGCGTTTAAACTTAAGCTTGCCACCATGGGGGAAGGTGACGCCTTCTGGGCCCCATCTGTCCTTCC
GO3-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —>
TCC
B23949 PCBP3. i) .seq(1>1116) —> atgggggaaggtgacgccttcetgggecccatctgtecttec
7P | 8P | 9P | 190 | 1%0 | 1%0 | 1?0 |
TCACAGCACCCTCAGCACCTTAAGCCACCACCCTCAGCCACAATTTGGCAGAAGGATGGAGTCCAAGG
GO03-F14663-G0394778-1 PEGFP-N-5.abl(50>700) —>
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TTAAGCCACCACCCTCAGC
B23949 PCBP3. k) .seq(1>1116) —> tcacagcaccctcagcaccttaagccaccaccctcagecacaatttggcagaaggatggagtccaagg

140 150 160 170 180 190 200

TCTCAGAAGGTGGCCTGAATGTGACCCTCACCATCCGCCTGCTGATGCATGGAAAGGAAGTTGGAAGC
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140 150 160 170 180 190 200

TCTCAGAAGGTGGCCTGAATGTGACCCTCACCATCCGCCTGCTGATGCATGGAAAGGAAGTTGGAAGC

GO03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —

TCTCAGAAGGTGGCCTGAATGTGACCCTCACCATCCGCCTGCTGATGCATGGAAAGGAAGTTGGAAGC
B23949 PCBP3. M) .seq(1>1116) —> tctcagaaggtggcctgaatgtgaccctcaccatccgectgetgatgecatggaaaggaagttggaage

210 220 230 240 250 260 270

ATCATCGGGAAGAAAGGAGAAACTGTGAAGAAGATGCGTGAGGAGAGTGGTGCAAGGATCAACATCTC

G03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —
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ATCATCGGGAAGAAAGGAGAAACTGTGAAGAAGATGCGTGAGGAGAGTGGTGCAAGGATC
B23949 PCBP3. M) .seq(1>1116) —> atcatcgggaagaaaggagaaactgtgaagaagatgcgtgaggagagtggtgcaaggatcaacatctc

280 290 300 310 320 330 340

AGAGGGAAACTGCCCAGAGAGGATTGTGACCATCACAGGCCCCACAGACGCCATCTTCAAGGCCTTTG
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| 2?0 | 2?0 | 3?0 | 3%0 | 3%0 | 3?0 | 3%0
AGAGGGAAACTGCCCAGAGAGGATTGTGACCATCACAGGCCCCACAGACGCCATCTTCAAGGCCTTTG
GO03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —
s“\
I
|
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AGAGGGAAACTGCCCAGAGAGGATTGTGACCATCACAGGCCCCACAGACGCCATCTTCAAGGCCTTTG
B23949 PCBP3. M) .seq(1>1116) —> agagggaaactgcccagagaggattgtgaccatcacaggccccacagacgccatcttcaaggectttyg
| 3?0 | 36|O | 37|O | 32?0 | 39|O | 490 |
CCATGATCGCATACAAGTTTGAGGAGGATATCATCAACTCCATGAGCAACAGCCCTGCCACCAGCAAG
G03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —
CCATGATCGCATACAAGTTTGAGGAGGATATCATCAACTCCATGAGCAACAGCCCTGCCACCAGCAAG
—> ccatgatcgcatacaagtttgaggaggatatcatcaactccatgagcaacagccctgeccaccagcaag

M) .seq(1>1116)

B23949 PCBP3.

410 420 430 440 450 460 470

CCCCCAGTGACGCTGAGGCTGGTGGTGCCTGCCAGCCAGTGTGGGTCCCTGATCGGCAAAGGAGGCTC
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410 420 430 440 450 460 470

CCCCCAGTGACGCTGAGGCTGGTGGTGCCTGCCAGCCAGTGTGGGTCCCTGATCGGCAAAGGAGGCTC

GO03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —

CCCCCAGTGACGCTGAGGCTGGTGGTGCCTGCCAGCCAGTGTGGGTCCCTGATCGGCAAAGGAGGCTC
B23949 PCBP3. k) .seq(1>1116) —> cccccagtgacgetgaggetggtggtgectgecagecagtgtgggtecctgatcggcaaaggaggete

480 490 500 510 520 530 540

CAAGATCAAGGAGATCAGGGAGTCCACAGGTGCCCAGGTGCAGGTGGCTGGGGACATGCTGCCCAACT

G03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —

CAAGATCAAGGAGATCAGGGAGTCCACAGGTGCCCAGGTGCAGGTGGCTGGGGACATGCTGCCCAACT

B23949 PCBP3. M) .seq(1>1116) —> caagatcaaggagatcagggagtccacaggtgcccaggtgcaggtggctggggacatgctgeccaact

550 560 570 580 590 600 610

CCACGGAGCGAGCGGTGACCATCTCGGGGACCCCAGATGCCATCATCCAGTGCGTCAAGCAGATCTGT
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550 560 570 580 590 600 610

CCACGGAGCGAGCGGTGACCATCTCGGGGACCCCAGATGCCATCATCCAGTGCGTCAAGCAGATCTGT

GO03-F146063-G0394778-1 PEGFP-N-5.abl (50>700)

B23949 PCBP3.

()

.seqg(1>1116)

—

CCACGGAGCGAGCGGTGACCATCTCGGGGACCCCAGATGCCATCATCCAGTGCGTCAAGCAGATCTGT
ccacggagcgagcggtgaccatctcggggaccccagatgccatcatccagtgecgtcaagcagatectgt

620 630 640 650 660 670 680

GTGGTCATGCTGGAGTCCCCACCGAAAGGTGCCACCATTCCCTACCGCCCAAAGCCCGCCTCCACCCC

G03-F14663-G0394778-1 PEGFP-N-5.abl (50>700)

B23949 PCBP3.

()

.seqg(1>1116)

—

GTGGTCATGCTGGAGTCCCCACCGAAAGGTGCCACCATTCCCTACCGCCCAAAGCCCGCCTCCACCCC
gtggtcatgctggagtccccaccgaaaggtgccaccattccecctaccgecccaaagecccgecteccaccce

690 700 710 720 730 740

TGTCATTTTTGCAGGTGGTCAGGCCTACACAATCCAGGGACAGTATGCCATCCCTCACCCGGATCAGT
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690 700 710 720 730 740

TGTCATTTTTGCAGGTGGTCAGGCCTACACAATCCAGGGACAGTATGCCATCCCTCACCCGGATCAGT

GO03-F14663-G0394778-1 PEGFP-N-5.abl (50>700) —

TGTCATTTTTGCAGGTGGTCAGGCCTACACAATCCAGGGACAGTATGCCATCCCTCACCCGGATCAG

B23949 PCBP3. k) .seq(1>1116) —> tgtcatttttgcaggtggtcaggcctacacaatccagggacagtatgceccatccctcacccggatcagt
G04-F14663-G0394778-1 PCDNA3.1lR.abl (50>554) <—

N N AN S

CAGTATGCCATCCCTCACCCGGATCAGT
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750 760 770 780 790 800 810

TGACCAAGCTCCACCAGTTGGCCATGCAGCAAACCCCCTTTCCTCCCCTCGGACAGACCAACCCCGCT
tgaccaagctccaccagttggccatgcagcaaacccceccectttecteccecectecggacagaccaaccccgcet

B23949 PCBP3. Mt) .seq(1>1116) —>
G04-F14663-G0394778-1 PCDNA3.1R.abl (50>554) ¢—

TGACCAAGCTCCACCAGTTGGCCATGCAGCAAACCCCCTTTCCTCCCCTCGGACAGACCAACCCCGCT

820 830 840 850 860 870 880

TTCCCCGGAGAAAAGCTGCCTTTACACTCCTCCGAAGAAGCTCAAAATCTGATGGGCCAGTCATCAGG
ttcccecggagaaaagctgectttacacteccteccgaagaagctcaaaatctgatgggeccagtcatcagg

B23949 PCBP3. Mt) .seq(1>1116) —>
G04-F14663-G0394778-1 PCDNA3.1R.abl (50>554) ¢—

TTCCCCGGAGAAAAGCTGCCTTTACACTCCTCCGAAGAAGCTCAAAATCTGATGGGCCAGTCATCAGG
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890 900 910 920 930 940 950

TCTGGACGCCAGCCCACCGGCCAGCACTCATGAGCTCACCATTCCCAATGATCTAATAGGCTGCATAA
B23949 PCBP3. M) .seq(1>1116) —> tctggacgccagcccaccggccagcactcatgagectcaccattcecccaatgatctaataggectgeataa
G04-F14663-G0394778-1 PCDNA3.1lR.abl (50>554) <—
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TCTGGACGCCAGCCCACCGGCCAGC TGATCTAATAGGCTGCATAA
| 9?0 | 9?0 | 9?0 | 9?0 | lgOO lQlO 102C
TTGGACGCCAAGGGACCAAAATCAATGAAATTCGACAGATGTCTGGAGCTCAGATCAAAATCGCCAAC
B23949 PCBP3. M) .seq(1>1116) —> ttggacgccaagggaccaaaatcaatgaaattcgacagatgtctggagctcagatcaaaatcgccaac
G04-F14663-G0394778-1 PCDNA3.1lR.abl (50>554) <—
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CAGATGTCTGGAGCTCAGATCAAAATCGCCAAC
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1030 1040 1050 1060 1070 1080

GCCACGGAAGGGTCCTCAGAGCGTCAGATCACCATCACGGGGACCCCGGCCAACATCAGCCTTGCCCA

B23949 PCBP3. M) .seq(1>1116) —> gccacggaagggtcctcagagcgtcagatcaccatcacggggaccccggeccaacatcagecttgecca
G04-F14663-G0394778-1 PCDNA3.1lR.abl (50>554) <—

GCCACGGAAGGGTCCTCAGAGCGTCAGATCACCATCACGGGGACCCCGGCCAACATCAGCCTTGCCCA

lOPO | llPO | 1190 | llFO | 1190 | llﬁO | llPO |
GTATCTCATCAACGCCAGGCTGACGTCCGAGGTCACCGGGATGGGCACGCTGTAAGGATCCACTAGTC
B23949 PCBP3. M) .seq(1>1116) —> gtatctcatcaacgccaggctgacgtccgaggtcaccgggatgggcacgetgtaa

G04-F14663-G0394778-1 PCDNA3.1lR.abl (50>554) <—

GTATCTCATCAACGCCAGGCTGACGTCCGAGGTCACE@GGATGGGCAEGCTGTAAGGATCCACTAGTC

1160 1170 1180 1190 1200 1210 1220

CAGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA
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1160 1170 1180 1190 1200 1210 1220

CAGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA

GO04-F146063-G0394778-1 PCDNA3.1R.abl (50>554) <—

CAGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA

1230

C

G04-F14663-G0394778-1 PCDNA3.1R.abl (50>554) <—

[l ——



